
Attorney Docket No. 54964.8214.US04 

In the Claims: 

Please delete claims 1-4, 6-9, 11-13, 15-16, 45-49. 

Please amend the following claims as shown in the Marked-Up Version with 

Markings to Show the Changes and the Clean Set of Claims attached hereto: 

5. (Twice amended) A plasmid for expressionybf recombinant eucaryotic 
genes comprising: 

a first transcription unit comprising a first transcriptional control sequence 
transcriptionally linked with a first 5*-untranslated /egion comprising a first synthetic 
' ^ intron, a first coding sequence, and a first S'-urrtranslated region/poly (A) signal, wherein 
\^ said first synthetic intron is between said fir^t transcriptional control sequence and said 
first coding sequence; and 

a second transcription unit compVising a second transcriptional control sequence 
transcriptionally linked with a secon^'^^5'-untranslated region comprising a second 
synthetic intron, a second coding sequence, and a second 3'-untranslated region/poly 
(A) signal, wherein said second4ynthetic intron is between said second transcriptional 
control sequence and said second coding sequence; 

wherein the first and second synthetic introns both comprise 5' splice sites 
having a sequence CAGGTAAGT, and/or branch points having a sequence TACTAAC, 
a nd/or 3' splice sitep^aving a seque nce TTCTTTTTTTCTCTTCACAGG. 



1 0. (Twice amended) A plasmid for expression of recombinant eucaryotic 
genes, comprising an intron having variable splicing, a first coding sequence, and a 
second coding sequence, whereii/the plasmid comprises: 




0 



[54964-82 1 4/LA0303 1 0.054.] 



3 



Attorney Docket No. 54964.8214.US04 




a transcriptional control sequence transcriptionally linked with a first coding 
sequence and a second coding sequence; 
a 5'-untranslated region; 
an intron 5' to said first coding s^equence; 
c yO J an alternative 3' splice site tocated between the first and second coding 
sequences; and 

a 3*-untranslated regK3h/poly(A) signal, 

wherein the introi/ comprises a 5' splice site having a sequence CAGGTAAGT, 
and/or a branch poin/having a sequence TACTAAC, and/or a 3' splice site having a 

14. (Twice amended) A plasmid foryfexpression of recombinant eucaryotic 
genes comprising: 

a transcriptional control sequence tr^anscriptionally linked with a first coding 
sequence, an IRES sequence, a secorra coding sequence, and a 3 -untranslated 
region/poly(A) signal, wherein said IRES sequence is between said first coding 
sequence and said second codipg sequence; and 

a synthetic intron bet\A}een said transcriptional control sequence and said first 
coding sequence, 




cr 



wherein the synthetic intron comprises a 5' splice site having a sequence 
CAGGTAAGT, and/or a branch point having a sequence TACTAAC, and/or a 3' splice 
sites having a sequence TTCi i i i i i iCTCTTCACAGG. 



[54964-8214/LA030310.054.] 



4 




Attorney Docket No. 54964.8214.US04 

Please add the following new claims as shown in the Clean Set of Claims 
attached hereto: 

50. (New) The plasmid of claim 5 wherein the first and iecond synthetic 
introns both comprise 5' splice sites having the sequence CAOfelAAGT and branch 
points having the sequence TACTAAC and 3' splice sites f}aving the sequence 
TTCTTTTTTTCTCTTCACAGG. 

51 . (New) The plasmid of claim 10 wherein the first and second synthetic 
introns both comprise 5' splice sites having the sequence CAGGTAAGT and branch 
points having the sequence TACTAAC and 3* ^plice sites having the sequence 
TTCTTTTTTTCTCTTCACAGG. 



52. (New) The plasmid of clair^ 10 wherein either the 3' splice site or the 
alternative 3' splice site is weakened with respect to the other. 

53. (New) The plasmid of /claim 10 wherein either the 3' splice site or the 
alternative 3' splice site is weakened with respect to the other by changing three 
consecutive T's to A's. 

54. (New) The plasmid of claim 10 wherein the 3* splice site has a sequence 
TTCTTTAAATCTCTTCACa4g and the alternative 3' splice site has a sequence 
TTCTTTTTTTCTCTTCACAGG. 

55. (New) The^lasmid of claim 14 wherein the synthetic intron comprise the 
5' splice site having th/ sequence CAGGTAAGT, the branch point having the sequence 
TACTAAC, and the/3* splice site having the sequence 
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56. (New) A synthetic transcription unit for efficient and acourate expression 
of recombinant eucaryotic genes, the transcription unit comprising/a synthetic intron 
comprising: / 

a 5' splice site having a sequence MAGGTRAGT, wherein M = C or A and R = G 
or A; / 

a branch point having a sequence YNYTRAY, wherein Y = C or T, R = A or G 
and N = any base; and / 

a 3' splice site having a sequence YieNYAGjS, wherein Y = C or T, and N = any 
base. / 

57. (New) The synthetic transcriptjon unit of claim 56, wherein the 3' splice 
site has a sequence Y3TT1 I I I lYeNYAGG, wherein Y = C or T, and N = any base. 

58. (New) The synthetic transcription unit of claim 57, wherein the 3' splice 
site has a sequence TTCTTTTTTTCTCTTCNYAGG, wherein Y = C or T, and N = any 
base. / 

59. (New) The synftietic transcription unit of claim 58, wherein the branch 
point and 3' splice site tooether have a sequence YNYTRAYGGYieNYAGG, wherein Y 
= C or T, R = G or A, arra N = any base. 

60. (NewVThe synthetic transcription unit of claim 59, wherein the GG 
between Y and Y^of sequence YNYTRAYGGYieNYAGG are substituted with from 2 
up to 14 nucleofides of any base. 

61 . / (New) The synthetic transcription unit of claim 59, wherein the branch 
point andyS' splice site together have a sequence 

YNYTFyWGGTTCTTTTTTT^^^ wherein Y = C or T, R = G or A, and N = 

any base. 
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62. (New) The synthetic transcription unit of cl^m 61 , wherein the branch 
point and 3' splice site together have a sequence 
TACTAACGGTTCTTTTTTTCTCTTCACAGG. 




63. (New) The synthetic transcriptio;/ unit of claim 56, wherein the synthetic 
^ intron has a sequence CAGGTAAGT -Nx-/ 

TACTAACGGTTCTTTTTTTCTCTTCApAGG, wherein x = 55-165. 



64. (New) The synthetic4ranscription unit of claim 63, wherein the synthetic 
\^ y intron has a sequence CAGGTAAGTGTCTTC -N77- 
TACTAACGGTTGTTTTTTTCTCTTCACAGG. 
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